Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.039; wR factor = 0.132; data-to-parameter ratio = 30.6.
Related literature
For general background and the biological activity of chalcone derivatives, see: Nowakowska (2008) ; Akihisa et al. (2006) ; Narender et al. (2005) ; Zhang et al. (2006) ; Dicarlo et al. (1999) ; Heidenreich et al. (2008) ; Syed et al. (2008) ; D' Archivio et al. (2008) . For a related structure, see: Ali et al. (2010) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Mo K radiation = 0.10 mm À1 T = 100 K 0.45 Â 0.32 Â 0.23 mm
Data collection
Bruker APEXII Duo CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.958, T max = 0.979 21745 measured reflections 5874 independent reflections 5138 reflections with I > 2(I) R int = 0.023 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.132 S = 1.10 5874 reflections 192 parameters H-atom parameters constrained Á max = 0.61 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y þ 1; z; (ii) Àx þ 1; y À 1 2 ; Àz À 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). ally active compounds and substrates for the evaluation of various organic syntheses. Chalcones, one of the major classes of natural products with widespread distribution in spices, tea, beer, fruits and vegetables, have been recently subject of great interest for their pharmacological activities (Dicarlo et al., 2009) . Prostate cancer is one of the most commonly diagnosed cancers in men, and the second leading cause of cancer deaths in the European Union and United States of America (Heidenreich et al., 2008) . Many antitumor drugs have been developed for prostate cancer patients, but their intolerable systemic toxicity often limits their clinical use. Chemoprevention is one of the most promising approaches in prostate cancer research, in which natural or synthetic agents are used to prevent this malignant disease (Heidenreich et al., 2008; Syed et al., 2008; D'Archivio et al., 2008) .
The molecular structure of the title compound is slightly twisted (Fig. 1) . The torsion angles of the two methoxy groups are [C16-O2-C4-C5] -175.13 (6) and [C17-O3-C5-C4] -178.48 (6)°. The maximum deviation of the dihydroindenone group is 0.028 (1) Å and it makes dihedral angle of 12.12 (3)° with the pyridine ring [C11-C13/N1/C14-C15]. The geometry parameters are comparable to those observed in a closely related structure (Ali et al., 2010) .
In the crystal structure, the molecules are linked together into chains by a bifurcated hydrogen bonds involving the intermolecular C14-H14A···O3 and C14-H14A···O3 hydrogen bonds (Table 1) Table 1 ). Weak π···π interactions are also observed [Cg1···Cg2 iii of 3.5680 (6) Å; (iii) 1 -x, 1 -y, -z. Cg1 and Cg2 are centroids of C1-C2/C7-C9 and C2-C7 ring, respectively].
Experimental
A mixture of 5,6-dimethoxy-2,3-dihydro-1H-indene-1-one (0.001 mmol) and isonicotinaldehyde (0.001 mmol) were dissolved in methanol (10 ml) and 30% sodium hydroxide solution (5 ml) was added and the solution stirred for 5 h. After completion of the reaction as evident from TLC, the mixture was poured into crushed ice then neutralized with concentrated HCl. The precipitated solid was filtered, washed with water and recrystallized from ethanol to reveal the title compound as light yellow crystals.
Refinement
All hydrogen atoms were positioned geometrically [C-H = 0.93-0.97 Å] and refined using a riding model with U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) for methyl H atoms. A rotating-group model was applied for the methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.32457 (7) 0.81081 (8 
